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Supplemental Fig. S1.  Schematic showing plot layout.  The plots are not drawn to scale.  Each 23 





Supplemental Fig. S2.  The relative abundance of erm(B) in runoff during the three rainfall 27 
events from control (A) and amended (B) plots.  Error bars represent standard errors from 28 




















































Supplemental Fig. S3.  The relative abundance of erm(B) in soil before manure application, after 31 
manure application, and after three rainfall events in control and amended plots.  Error bars 32 


























e   Control Plots





















































































































































































































































Supplemental Table S2.  The absolute abundance of erm(B) and the 16S rRNA gene (average ± 
standard error) in runoff from control and amended plots with and without NGHs. 
Rainfall 
Event 










1 (1.33 + 0.19) × 103 (2.02 + 0.53) × 102 (4.85 + 2.44) × 106 (7.61 + 2.35) × 104 
2 < MDL (1.65 + 0.84) × 102 (1.12 + 0.32) × 105 (3.14 + 1.92) × 104 
3 < MDL < MDL (9.30 + 3.14) × 104 (4.59 + 1.73) × 103 
 16S rRNA gene 
1 (2.31 + 0.31) × 106 (5.63 + 2.22) × 106 (1.32 + 0.66) × 108 (9.48 + 4.07 ) × 106 
2 (8.97 + 1.89) × 106 (3.78 + 1.36) × 106 (9.37 + 2.29) × 106 (7.28 + 2.79 ) × 106 




Supplemental Table S3.  The absolute abundance of erm(B) and the 16S rRNA gene (average ± 
standard error) in top soils of the amended plots before manure application, after manure 





(copies/g soil dw) 
After Manure 
Application 
(copies/g soil dw) 
After 3 Rainfall 
events 
(copies/g soil dw) 
erm(B) < MDL (3.91 + 1.43) × 107 (8.18 + 2.20) × 106 
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